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Polymorphign of DY S287 on Y Chromosome in 28 Ethnic Populations of China
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SHILei, HUANG Xiao-gin, SH | Tie-liu’, FU Song-bin"

(Depariment of Genetics Institute of M edical Biology, CAM S and FUMC, Kurming 650118, China)

ABSTRACT: Objective To investigate the polymomphisn of DYS287 anong 28 ethnic populations in 9
provinces of China. M ethod YA P elementwas detected by Touchdown PCR amplification and 2% agarose gel
electrophoresis Reaults YAP + frequencies in these ethnic populationswere as follovs Zang 36. 7%, Tu
23.8%, Yil8.4%, Pumi 11.3%, Tajik 7.4%, Bai 6. 7%, Jino 5.1%, Shandong Han 4%, Mulao
2.7%, andMaonan 1.3%. The rest ethnic populations in our study, including Gansu Han, Yunnan Han,
Zhuangzu, Daizu, Lizu, Nuzu, Lisu, Naxi, Lahu, Dulong, Hani, Shezu, Wewuer, Sala, Kerkizi,
Dongxiang, Vazu, and Korea didn't carry YAP + elenent. Conclusions Zangzu, Tuzu, Yizu, Pumi, Jino,
and Baizu, which belong to Sino-Tibetan language family, carry a high YAP + frequency. Sala, Tuzu, and Tar
jik, regarded as Central A sia by origin in history and linguistics, al® have a high YAP + frequency. M uleo and
Maonan, which origin from“ Baiyue” ancient ethnic groups, al have a considerable YAP + frequency.
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Table1l Correlative information of 28 ethnic populations and their YAP + frequency
Population Sanple number Sanple place L atitude Longitude  Language fanily L anguage subfamily  YAP + frequency (%)
Tibetan 30 Zhongdian, Yunnan N 27.78 E 99.72 Sino-Tibetan TibeoBuman 36.7
Tu 21 Huzhu, Qinghai N 36.80 E 101. 90 A ltaic Mongl 23.8
Yi 38 Ninglang, Yunnan N 27.20 E 100. 80 Sino-Tibetan TibebBuman 18.4
Pumi 44 Lanping, Yunnan N 27.28 E 100. 82 Sino-Tibetan TibetoBuman 11.3
Tajike 27 Tashikuergan X injiang N 37.77 E 75.22 Indio-European Iranian 7.4
Bai 30 Dali, Yunnan N 25.34 E 100. 13 Sino-Tibetan TibetoBuman 6.7
Jino 39 Jinghong, Yunnan N 22.01 E 100. 48 Sino-Tibetan TibebBuman 5.1
Shandong Han 25 Zouping, Shandong N 36.89 E 117.75 Sino-Tibetan TibebBuman 4
Gansu Han 28 Wuwei, Ganuu N 37.90 E 102. 60 Sino-Tibetan TibeoBuman 0
Yunnan Han 36 Kurmming, Yunnan N 24.05 E 102.73 Sino-Tibetan TibeoBuman 0
Mulao 37 L uocheng, Guangxi N 24.70 E 108. 90 Sino-Tibetan ZhuangDong 2.7
M aonan 76 Huangjiang Guangxi N 24.80 E 108. 20 Sino-Tibetan ZhuangDong 1.3
Zhuang 45 Tianyang, Guangxi N 23.75 E 106. 90 Sino-Tibetan ZhuangDong 0
Dai 42 Jinghong, Yunnan N 22.01 E 100. 48 Sino-Tibetan ZhuangDong 0
Li 30 Baisha, Hainan N 19.23 E 109. 44 Sino-Tibetan ZhuangDong 0
Nu 36 Fugong, Yunnan N 26.90 E 98.20 Sino-Tibetan TibebBuman 0
Lisu 38 Fugong, Yunnan N 26.90 E 98.20 Sino-Tibetan TibebBuman 0
N axi 34 Lashi, Yunnan N 27.30 E 100. 30 Sino-Tibetan TibetoBuman 0
Lahu 33 Jinghong, Yunnan N 22.01 E 100. 48 Sino-Tibetan TibebBuman 0
Dulong 47 Gongshan, Yunnan N 27.73 E 98.65 Sino-Tibetan TibebBuman 0
Hani 44 Menghai, Yunnan N 21.95 E 100. 05 Sino-Tibetan TibebBuman 0
She 26 Fuan, Fujian N 27.10 E 119. 65 Sino-Tibetan M igo-Yao 0
W eiwuer 36 Yili, Xinjiang N 44. 40 E 84.80 A ltaic Turki 0
Sala 45 Xunhua, Qinghai N 35.80 E 102. 40 A ltaic Turki 0
Kerkezi 24 Wugia, Xinjiang N 39.70 E 75.18 Altaic Turki 0
Dongxiang 29 Dongxiang, Gansu N 35.60 E 103. 30 A ltaic Mongpl 0
Wa 30 Lancang, Yunnan N 22.0 E 99.90 Austro-A siatic Mon-Khmer 0
Chaoxian 36 Mudanjiang, Heilongjiang N 44. 60 E 129. 58 A ltaic Korea 0

YAP:. Y chranosmeA lu inertion polynomphisn; N: north; E: east

2 YAP +
Table2 Average frequency of YAP + in different language family :
p
L anguage L anguage Sample YAP + average [
family ubfanily number frequency (%)

Sin-Tibetan Han 89 1.12 j:j )
Sin-Tibetan TibetoBuman 413 7.26
Sin-Tibetan ZhuangDong 230 0.50 190
Sin-Tibetan M ieo-yao 26 0.00 147
Altaic Mongl 50 1.78
A ltaic Turki 105 4.76
Altaic Korea 36 0.00 1 PCR
Indio-European ~ Iran 27 7.40 Fig 1 Detection of PCR productswith 2% argerose gel
Austro-A siatic Mon-khmer 30 0.00 1. UCI9/MSP | DNA marker, 2, 4-6, 8-11. YAP-

(150 bp); 3, 7. YAP+ (455 bp)

198 April, 2006

,

© -200 a demic Journal Electronic Publishing House. All rights reserve http://www.cnki.net



28 DYS287
13.3% 49%, 8% 15%), 0 6.25%
YAP + ,
YAP +
9 (13] YAP + 5.1%),
YAP + ,
U [14]
H [6] | Y ]
: , YAP +
, , , Hanmer ™! ,
. ” VAP + ,
Hanmer
, — — YAP + 72.3%%
, YAP + 11. 3%,
, YAP +
( _ ) [15]
: YAP + 0
: YAP +
DYS87
YAP +
( 2) 56 , YAP + ,
- - 10 , “
4 8 , " n , “
e ” 2.7%  1.3%
12 YAP + ,
, YAP +
3 YAP + YAP + 0
1.12%, 0 2.5% DYS87 Alu (YAP +)
[9.20] (36.7%) (18. 4%) (el
(11.3%) (6.7%) (5.1%) YAP +
YAP + [17,18]
YAP + O, [9,11,12] n ” YAP+

Vol. 28 No. 2 199



YAP + 2.2% LY
NP :
24
76, YAP + 1 , YAP+
1. 3% YAP + ,
YAP + 0,
[12]
[5,9,10,12,13]
YAP + ,
.
L] y 6
[19]
YAP + , 23.8%
7.40%, 4 0,
YAP + 23.8%
. , VAP +
YAP +
7.42% YAP +
[14]
YAP + 2.2% 8.2
YAP + ,
YAP + 0 , YAP +
. YAP +
0

200 April, 2006

10

11

12

13

14

15

Tyler-Snith C. Y-chromosomal DNA Markers In: Papiha SS,
Deka R, Chakraborty R, eds Genomic diversity: applica
tions in human population genetics Newv York: Kluwer Aca
demic/Plenun Publishers, 1999. 65-73.
Seielstad M T, Minch E, Cavalli-Sforza LL. Genetic evidence
for a higher female migration rate in humans Nat Genet,
1998, 20 (3):278-280.
KeY, SuB, SngX, etal. African origin of modem humans
in east Asiaz a tale of 12, 000 Y chromosomes Science,
2001, 292 (5519):1151-1153.
, , , .Y

, 2001, 46(5): 411-

414.

(C ), 2000, 30(6):614-620.
HammerMF. A recent insertion of an Alu element on the Y
chromosme is useful marker for human population studies Mol
Bio Evol, 1994, 11 (5):749-761.
HanmerMF, Horai S Y chromosome DNA variation and the
peopling of Jgpan. Am J Hum Genet, 1995, 56: 951-962.
, 2000. 534-535.
, , , . 10 Y
Alu . , 1998, 43 (8): 843-
846.
, , R 3
DYSI9 DYX287 . , 1998,
17 (3):237-241.
HanmerMF, Sourdle AB, Karafet T, et al. The distribution
of human Y chromosome variation. Genetics, 1997, 145
(3): 787-805.
, ) , . 25
Y DY287 : (c ),
2002, 32 (4):373-378.
DYS287
16 (6) : 381-382.
U B, Xiao C, JinL, etal. Y chromosome haplotypes reveal

, 1999,

prehisorical migrations © the Himalayas Human Genetics,
2000, 107(11):582-590.

, 1994. 2-
11.



28 Y

DYS287

16 QianY, QianB, JinL, etal Multiple origins of Tibetan Y paternal lineages J Hum Genet, 2004, 49(4):187-193.
chromosomes Hum Genet, 2000, 106 (4) : 453-454. 19 . ,
17 Toshikatsu S, Keiko T, Tatsushi T, et al. Genetic variations 2001. 747-748.
on the Y chromosome in the Japanese population and implica- 20 QamarR, Ayub Q, Khalig S, et al. African and Levantine
tions for modermn human Y chromosome lineage. J Hum Genet, origins of Pakistani YAP + Y chromosomes Hum Biol, 1999,
1999, 44 (4):240-245. 71(5) : 745-755.
18 TajimaA, HayaniM, Tokunaga K, et al. Genetic origins of
the Ainu inferred from combined DNA analyses of maternal and (2005-06-05 )
, (BEMBASE) / 4000 )
(Index of Copemicus, IC) 2006 , (M edline/
PubMl ed) ,
(BMBASE) (http:  / /. elsevier.
com /homepage/ sah/ pd/ site/ index. himl) (IC) (http: //joumals indexcopemi-
, cus com) ,

(M edline/PutM ed)

BA)

(Biological Abstract,
(Chemical Abstract, CA)
EMBASE 70

) 33

Vol. 28 No. 2 201



